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Question/Issue Ensure team members have the resources to order genetic testing and that there is a consistent process for receipt of results

Brief Summary:  Two cases demonstrating the thought process of selecting tests for NICU babies at CW were discussed.  

Discussion Focus 
· With everything going on in the NICU setting, it can be difficult to find the time to think about what test to order.  It was the same way when microarray first came out, but now don’t have to think about ordering a karyotype or microarray.
· Most genetic testing labs will allow you to expand the testing on a sample they already have at the lab.  For example if a panel is ordered initially, but then exome/genome testing is done.  This can be especially helpful when a baby has been in the NICU for awhile and their phenotype is evolving.
· Reanalysis of exome/genome is also possible, especially if the patient’s phenotype has changed.
· Phenotypic information is extremely useful for the lab in interpreting test results.  The variants that are reported are those that are associated with the phenotypes provided to the lab.  It is important to ensure phenotypic information is making it to the lab.  This can be done by entering the information into the lab portal or on the requisition form, or clinical notes can be sent and the lab will extract the phenotypic information from the note.  Also, if you don’t know the names of specific dysmorphic features, just listing dysmorphic features can be helpful for variant classification.
· Inclusion criteria were developed to capture the more common phenotypes seen in the NICU, though they can’t cover everything, especially when there are multiple things going on, the phenotype is evolving, or it is a unique situation.  These cases can also benefit from genomic testing.


